INPUT OUTPUT

Sub-type
. e Consensus Structure Sequence
Tools Alignment Sequence specific : : .
. residues visualisation Logo
residues
Spial v v v 4 4 v
AMAS v - v v - -
SDPpred 4 - v - - -
Sequence v i v i v i
Harmony

Table S1: Comparison of features of tools available for comparison of two related sequence

alignments




